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Memory cost reduction of Velvet by dividing de Bruijn Graphs

SUGIURA NORIKAZU! ISHIDA TAKASHI'! AKIYAMAYUTAKA! SEKIJIMA MASAKAZU!

Abstract: It is a well-known fact that the memory consumption of Velvet, which is one of the representative
de novo assembler based on de Bruijn Graph, is too large. Velvet is composed of two steps, and several
methods have been already proposed for decreasing the memory consumption of the first step by dividing
the hash table. Here we proposed a graph dividing method. By using this method, we have succeeded to
decrease the memory consumption of the latter step of Velvet.
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