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A Crosstalk Model and an Estimation Method
to Find Crosstalk Genes on Cell Differentiation

KiyosH! Yosuizawa, ! SHicGETo SENO, T2
Yoicur TAKENAKAT? and HIDEO MATSUDA 2

We propose a mathmatical model of crosstalks on cell differentiation. Cell dif-
ferentiation is the process that a stem cell (such as an ES or iPS cell) changes to
a specific type of cell, and attracts lots of attention from researchers of medicine
and biology. Crosstalks on cell differentiation are a gene regulatory network that
plays a role to determine the specialized cell type. To analyze the crosstalk,
biological approaches have been adopted but information science approaches
have not been established. In this study, we demonstrated the effectiveness of
our model by applying it to a differentiation process to bone cell.
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Fig.2 Diagram of a crosstalk of cell differentiation.
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Fig.6 The number of ranks of paths and the number of candidates.
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