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An interactive metabolic pathway map with XML and Java
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The aims of this study are to display metadata about Web resources
graphically and interactively and to extend a function of metadata
based on Resource Description Framework (RDF). The target of the
study is a metabolic pathway map that is fundamental knowledge ih
biology and biochemistry. A designed model based on RDF contains 6
classes: substrate, enzyme, direction, entity, block and map. XML is
used in the RDF external representation. The authors developed a
Java applet that interprets the representation written in XML, and
displays a metabolic pathway map. The map is interactively
manipulated with mouse drag. The study extended a function of
metadata.
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