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% 1 Enrichr ® “LINCS L1000 Chem Pert up” A7 Y ICRWTLEAIT O GLICS YIS h
% 16EM. Overlap (34 01 BEEF&E EERTERINELFTHBEDOE D
Table 1 Top ranked 10 compounds listed in “LINCS L1000 Chem Pert up” category

in Enrichr. Overlap is that between selected 401 genes and genes selected in

individual experiments.

Term Overlap P-value Adjusted P-value
LJP006-HCC515_24H-alvocidib-10 28/221  7.99 x 10715 2.21 x 10710
LJP006_HCC515_24H-AZD-8055-10 24/188  5.87 x 10713 8.13 x 107°
LJP009_PC3_24H-CGP-60474-3.33 25/217  1.99 x 10712 1.14 x 1078
LJP005_MDAMB231_24H-AS-601245-10  20/132  2.05 x 10712 1.14 x 1078
LJP009_PC3_24H-saracatinib-10 24/196  1.47 x 10712 1.14 x 1078
LJP006_HCC515_24H-CGP-60474-0.37 24/225  2.89 x 10711 1.14 x 1077
LJP009_PC3_24H-PF-3758309-10 23/212  5.33 x 10~ 11 1.84 x 1077
LJP005_HCC515_24H-WZ-3105-3.33 20/144  1.07 x 10711 4.95 x 1078
LJP006_ HEPG2_24H-AZD-5438-10 21/182  1.17 x 10710 3.24 x 1077
LJP006_HCC515_24H-A443654-10 22/203  1.44 x 10710 3.62 x 1077

% 2 Enrichr @ “DrugMatrix” #7 3V ICRAWT L1 0 6LiC5 v 7 I {bEY. Overlap
134 01 BIrFE&BRERTERINCEEFTHROL D
Table 2 Top ranked 10 compounds listed in “DrugMatrix” category in Enrichr. Over-
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lap is that between selected 401 genes and genes selected in individual exper-

iments.
Term Overlap P-value Adjusted P-value
Cyclosporin_A-350_mg/kg_in_Corn_Oil-Rat- 51/315  2.26 x 10731 1.78 x 1027
Bone_marrow-5d-up
Isoprenaline-4.2_mg/kg_in_Saline-Rat-Heart- 49/304  4.55 x 10730 1.79 x 1026
5d-up
Hydroxyurea-400_mg/kg_in_Saline-Rat- 46/307  7.54 x 10727 1.49 x 1023
Bone_marrow-5d-up
Netilmicin-40_mg/kg_in_Saline-Rat-Kidney- 45/314  1.90 x 1072% 1.50 x 1022
28d-up
Cyclosporin_A-350_mg/kg_in_Corn_Qil-Rat- 45/312  1.45 x 1072% 1.42 x 1022
Bone_marrow-3d-up
Chlorambucil-0.6_mg/kg-in_Corn_Oil-Rat- 47/314 213 x 10727 5.60 x 10724
Spleen-0.25d-up
Tobramycin-40_mg/kg-in_Saline-Rat-Kidney- 45/311 1.26 x 10~2% 1.42 x 1022
28d-up
Gemcitabine-11_mg/kg_in_Saline-Rat- 47/344  1.27 x 10725 1.42 x 10~22
Bone_marrow-3d-up
Terbutaline-130_mg/kg-in_Corn_Oil-Rat- 45/321  4.89 x 10725 2.41 x 10722
Heart-3d-up
Cyclosporin_A-70_mg/kg-in_Corn_Oil-Rat- 45/320  4.28 x 10725 2.25 x 10722

Bone_marrow-3d-up
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Table 3 Top ranked 10 compounds listed in “Drug Perturbations from GEO up” cate-

gory in Enrichr. Overlap is that between selected 401 genes and genes selected

in individual experiments.

Term Overlap P-value Adjusted P-value
imatinib DB00619 mouse GSE51698 sample  81/288  2.27x 70 2.05x ~67
2522

bleomycin DB00290 mouse GSE2640 sample  80/329  6.09x 64 2.75%x ~61
2851

soman 7305 rat GSE13428 sample 2640 86/532  3.87x %3 3.50%x ~51
coenzyme Q10 5281915 mouse GSE15129 76/302 6.84x —62 2.06x ~59
sample 3464

N-METHYLFORMAMIDE 31254  rat 70/283  2.39x 56 3.60x ~34
GSE5509 sample 3570

Calcitonin 16132288 mouse GSE60761 sample ~ 65/220  8.51x ~58 1.92x =%
3446

cyclophosphamide 2907 mouse GSE2254 sam- ~ 78/413  2.47x 53 2.48x 51
ple 3626

Calcitonin 16132288 mouse GSE60761 sample ~ 59/177  5.88x 56 7.59% ~54
3447

PRISTANE 15979 mouse GSE17297 sample  71/291  1.03x %6 1.87x %4
3229

coenzyme Q10 5281915 mouse GSE15129  76/396  1.79x 52 1.35x %0

sample 3456

x4
Table 4 Summary of enrichment analysis for three threshold adjusted P-value
threshold adjusted P-value 0.005 0.01 0.005
the number of genes 370 401 498
LINCS_L1000-Chem_Pert_up
rank
alvocidib 2nd 1st 1st
AZD-8055 1st 2nd 3rd
number of experiments associated with adjusted P-values less than 0.05
alvocidib 38 65 52
AZD-8055 23 6 13
DrugMatrix
rank
cyclosporin-A 2nd,5th,11th  1st,5th,10th  2nd, 5th, 7th

number of experiments associated with adjusted P-values less than 0.05

cyclosporin-A 28 57 28
Drug_Perturbations_from_GEO_up
rank
imatinib 1st 1st 1st

number of experiments associated with adjusted P-values less than 0.05
imatinib 18 18 19

T, IS DEGTFOREMRAFEERL THD, £
IEEERFICEBL 72. Enrichr ® “ENCODE and ChEA
Consensus TFs from ChIP-X” A7 33U #Fzv I §5 &,
TFs, MYC, NELFE, TAF7, KAT2A, SPI1, RELA, TAF1
BL U PML & §2> 8BERFA LA O fLICARLATSH
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