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Evaluation of PC virtual infrastructure used for multiple
alignment
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Abstract: The computing environment used by the personal, such as the release of ARM architecture PCs, is improving, and it is
now possible to run Windows and Linux applications in a virtual environment. In bioinformatics, it is possible to perform various
analysis with downloading a large amount of data from public databases, windows applications from the internet site. In this paper,
multiple alignment is performed using the virus genome sequence information obtained from the public DB using the tool
implemented in the Windows application. and Implementation methods and performance evaluation of each PC virtual
infrastructure used in this analysis are discussed.
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