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A Computing System for Protein Structure Prediction
with Trial-and-error Process

HIROSHI ARIKAWA,"2 SHINGO MASUDA,* TADAOMI FURUTA,tt.20
WENZHEN JIN,tt SUNG-JOON PARK,"t SHOJI TAKADA,tt
KazuTosHI FUJIKAWAt and HIDEKI SUNAHARA'

The paper describes a computing system for a protein structure prediction and a case study
of its system. Scientists of protein structure prediction have to do execution applications for
protein structure prediction by trial-and-error process. For the purpose of doing execution
applications by trial-and-error process, we propose a computing system with a flexible work-
flow mechanism, and apply a protein structure prediction system called ROKKY. By using
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the system, scientists could be easily to do simulation of protein structure prediction.
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Fig.1 Overview of the process for ROKKY.
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Fig.2 The correlation between prediction result by full
automation and by human intervation.
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Fig.4 Overview of protein structure prediction
computing system.
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prediction.
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Table 1 Result of the simulation time using CM and FR
(T0198 and T0215).
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FR 9’05” 5’327
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Table 2 Result of the simulation time using SimFold
(T0198).
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