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p-value for k-mer’s coverage

Abstract: Reads sequences from giga sequencer with parallel processing include many read errors. Various
de novo assembly methods by use of k-mer has been proposed in order to remove read error region and derive
accurate contigs, such as Velvet, ABySS, SSAKE and so on. But assembly result depends on assembly algo-
rithm and k-value. We designed a double assembly method merging different k-mers and assembly methods
with waveform characteristics of contig’s p-value for k-mer’s coverage. We evaluated it’s performance with

Double assembly method with waveform characteristics of contig’s

coverage ratio, correct ratio of output contigs.
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M3 & 2 BIEMREE S 1L 523, HEHR AT 5-30base DHIFHTH
2854, BASAIS L BRGNS CRIELTwB T L
Bod s, koT, HIMOBEEHEDATIE, BIFEED
BEEFGE L TR T THEEFEI ZENTES,

FMCE 7y 7 FEP EEIC, TRV 7Y ORER

AL T3 2 EBHEFERHEISDLL->TED, 205
ZMOBT S LTI HICHAR T2y 7Y OFETHHHET
HBHIELDLHTS [12], T I TIRHEBDIECKRTIESR
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V=V %5723 contig flAG ORI BRLWAGEIZOWV
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G | W/C 3RS A RN L CAR) &HE L 72515
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A% | 5 | Le-R
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RT HENV—NOFEET— 5 ~DOFERE
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TEFHHET & H L 72558 %2, Cor — R, Cov — R &2\ TH#l
HIL 7R 2 £ 8 IR,

Tk AT | @ H# (correct) | #H# (wrong)
AL 848 586 392
ERG ARSI 537 376 370
AR 313 210 22
Cor — R 0.63 0.64 0.94
Cov—R 1.0 0.999 0.999

R 8 HANL—ILDERT—F ~DEEHHR

2#H 5T — 212 correct L— V&2 L 7284, Cov—R I
1 %A L7203 Cor — RI1Z 1 %eE L 722X} L, wrong
W=V ZEA L %561 Cov—RIZ1 %Y L7IbDD,
Cor — R 13 30 % DUEDHERETE 7o, RISHAIL— L2
B 7 — Z IC#E M L 75 R 2 . fERFIETH % Velvet,
ABySS IZEBWTHK k fHZ HWBE. AL —VZ2EH
L 7\ double assembly(DAwH) &, V— V2@ L 7%
HIZOOTHIL L 245 2R 9 IR T,

#£9 KD, ABySS *® Velvet DFEHR L I L 728564
Cor—RIZWAH L7220, Cov—RPEGEL-Z 06, FiE
D kM, FERIKELZO T2y 7Y BFETTERLI LD
MR TE 5, £7 DAwH OFfGE L IR L 725 E. correct
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Cov— R %R L %2235 Cor — R 13 16 % DYEHEDHEZR T
Ele, Lo TGNV — VO T — & ~DOFERNELHER
T&7z, £7 correct L —ILZHW2S XD wrong V— L%
W UBRASARL 2 HEER L 72523, Cor — R DUGERDE
WZELHMERL 2,

5. TEHERE

AR TIIEBOMERT > 7V FiE, k-mer ITXL 3
double assembly I2%f L, FeAlfG&E IV — v 2i#EH L 7 dou-
ble assembly method %24 L 7z, MiEEFEER L D | contig
ZRER T % k-mer D coverage fifi D 3 AAFHEE % F o 725G
AN =z LS AEIORET 5 L THRIIR G
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