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Bio-database and Data-mining in Omics: KNApSAcK Family DB
Shigehiko Kanaya'

To understand interaction between food ingredients and human in a systems-level, we need to accumulate
information on biological entities derived from a global analysis of gene regulation, metabolic pathway flux and
homeostatic control mechanisms, and develop data-mining techniques in handling the huge data set concerning to
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them. KNApSAcK Family database (DB) system has been devel oped by taking into consideration -omics
information on the interaction of human and cuisine including food ingredients such as vegetables, fungi, meats
and fishes. Cuisines are complex systems consisting of food ingredients and directly affect the human health. We
introduce three DBs, processed food DB consists of ingredients of retortable pouched pack of curry (called
FoodProcessor; http://kanaya.naist.jp/FoodProcessor/top.jsp/), an assessment system of how acuisine, i.e., a
combination of food ingredients affects human health (DietDish, http://kanaya.naist.jp/DietDish/top.jsp/) and a
retrieval system for finding foods useful in noncommunicabl e disease prevention (DietNavi,
http://kanaya.naist.jp/DietNavi/top.jsp/ ) which are part of KNApSAcK family database

(http://kanaya.naist.jp/KNApSAcK_Family/) .
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