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Co-evolutionary analysis of transcription
factors and cis-element sequences

Saki Hongd, Yeondae Kwoh and Satoru Miyazaki

Transcription factors regulate gene transcription fecognizing and binding the
nucleotide sequences, called cis-elements. Ingtidy, we try to clarify a relationship
between transcription factors and cis-elements douging on binding sites of them,
assuming that there exists a co-evolutionary retethip that change in one sequence
causes change in another. First, we calculate@tbbitionary distances of transcription
factor binding sequences and created a phylogentde. Next, we performed
hierarchical clustering using the entropy-basedtadises of the cis-elements regulated by
their corresponding transcription factors. Then, amalyzed a relationship between
transcription factors and cis-elements by comparihg topology of the clustering
results.
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