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Hybrid Layout Algorithm using Approximate
Pattern Matching in Two Dimensional Space for
Biochemical Network Layout

Kentaro Inoue*, Shinichi Shimozonoﬁ, Hideaki Yoshidaﬁ,
Hiroyuki Kurata'

To visualize a biochemical network map, the coordinates of all the molecular nodes need
to be fast calculated. To illustrate bio logical de tails of the ne twork st ructures, i t is
critically important to ensure the space where the node labels are clearly attached. In this
study, we propo se the hybrid la yout algorithm that co mbines traditional fas t 1 ayout
methods with the two dimensional approximate p attern matching, which fast places all
the nodes on square grids, while capturing their topological features.
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