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Building a protein-protein Interaction
Network using Information on the Web

SHOGO SHIBUTANI ,T! ToMoyuk! HirovAsuU, 2
MITSUNORI MIKI ,3 HISATAKE YOKOUCHI 2
and MASATO YosHIMI 2

In this paper, we propose a protein-protein interaction network developing
system. Using this system, researches in the life science field put the names of
protein in which researches are interested and researches got the protein net-
works as the results. Protein-Protein interaction is extracted from papers in
PubMed/ MEDLINE database using text mining. Even when researches put
the proteins which does not existed in database, the protein network can be
constructed using information on the Web automatically.
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(a)

Input : We define a ASK1 sequence that binds to DJ-1.

Output : (binds : ASK1, DJ-1)

(b)

Input : We also demonstrate that a mouse strain lacking the dopamine signaling molecule DARPP-32 has
significantly reduced levels of both Lrrk2 and alpha-synuclein.

Output : (reduced : DARPP-32, alpha-synuclein)
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