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Subspace clustering of gene expression data with prior knowledge

Yoko OMURAT and JuN SEsgf!

The subspace clustering such as Biclustering has been researched for finding
genes activated on specific conditions or specific cell cycles, whose gene expres-
sion levels are highly correlated only under the active conditions. However,
existing methods have problems of the lack of cluster reliability caused from
over-fitting and the difficulty to interpret the clusters because of the genera-
tion of numerous clusters. To overcome these problems, we generate a new
method, which contains four steps: selection of functional similar genes using
biological priori knowledge, generation of subspace clusters from the selected
genes, enhancement of the clusters with non-selected genes, and removal of re-
dundant clusters. Our test shows that clusters generated by our method are
more correlated with Gene Ontology annotations than Biclustering.
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Fig.1 Overview of proposed algorithm.
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Table 1 An example of gene expression data.
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Table 2 pClusters extracted from Table 1.
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