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A Subregion Search Method for Chromosome Images

Toru ABE,! CHIEKO HAMADAT?
and TETsUO KiNosHITAT!

To make a visual examination of various chromosome abnormalities, individ-
ual chromosome regions have to be determined in a subject image and classi-
fied into the distinct chromosome types. We have proposed a subregion based
method to improve this process. The proposed method regards each chromo-
some region as a series of subregions (local banding patterns), and iterates a
search for subregions in the subject image consecutively. In this article, we
investigate an effective method to search for subregions in chromosome images,
and present the results of subregion search experiments conducted on chromo-
some images.
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