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Abstract
Cell modeling and simulation are important methodologies of systems biology for understanding
the dynamic and complex behavior of the cell. The objective of this project is to develop a software,
called E-Cell IDE, which enable researchers to model and simulate cell behavior through the
state-of-the-art approaches from both software and knowledge engineering. E-Cell IDE is a
convenient platform for wider audiences, from beginners to experts of systems biology filed.
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(Future work)
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