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Parallel Protein Information Analysis (PAPIA) system
implemented on RWC PC cluster II

YUTAKA AKIYAMA," KENTARO ONIZUKA,! TAMOTSU NoGucHi,t
MAKOTO ANDOt and MINORU SAITOt

We have implemented the Parallel Protein Information Analysis (PAPIA) system on RWC
PC cluster I (PCC2) which consists of 64 Pentium Pro 200MHz node processors. The PAPIA
system on PCC2 is capable to perform typical calculations in protein information analysis,
such as similar structure search, homologous sequence search, and multiple sequence align-
ment, 50 times faster than a single processor. Through a WWW browser; a user can submit
tasks to the PAPIA system and obtain graphical outputs using JAVA. We have also developed
a new cluster, PC Cluster ITa (64 Pentium Pro 200MHz), dedicated to the PAPIA system.
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