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A biclustering method for finding gene expression modules
based on a maximal biclique enumeration

Yoshifumi Okada, Wataru Fujibuchi, Paul Horton
Computational Biology Research Center, International Institute of Advanced Industrial Science
and Technology (AIST)

In recent years, biclustering methods have been suggested to discover gene expression modules with shared expression
behavior under certain experimental conditions. In this report, we propose a new biclustering method, BiModule, based on a
maximal biclique enumeration algorithm. Comparative experiments to existing salient biclustering methods are performed to
test the validity of biclusters extracted by BiModule using synthetic data and real expression data. We show that BiModule
provides high performance compared to the other methods in extracting artificially-embedded modules as well as modules

strongly related to GO annotations and protein-protein interactions.
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