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Pathway Alignment using Reaction Classification Number

GO SHINMEN, SHIGETO SENO, YOICHI TAKENAKA
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Graduate School of Information Science and Technology, Osaka University

Finding a common pattern among metabolic network gives important information on the
evolution of the pathway. In previous works, it has been done to define the similarity of the
reactions in the metabolic network by using the EC number. There are many reactions whose
conformational changes of the compounds are similar, though their EC numbers are quite
different. In this research, we propose a method for extracting the similarity in the network

by using Reaction Classification Number.
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