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Abstract :
In processing documents of special field, adequate processing of techmca.l terms is important. However,

technical terms are generated everyday and one cannot avoid encountering words unknown to the system.
Moreover, vague expressions- which are used only among the area experts exist. Therefore, in some fields,
a technical term dictionary prepared beforehand may not work effectively. In this report, we propose a
technique by which special terms are extracted adequately without background knowledge Our technique can
be applied to unknown words as well as already-known words and is robust against the variety of expressions.
We implemented and evaluated our technique against abstracts of medical and biological articles whlch were
retrieved from MEDLINE[6]. We obtained the result of 94.70% precision and 98.84% recall.
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1 BRLwic

EEAEWED L 5 REMTF CIIOCRRK - W
HO k52, XRABORN=—XBFETS, O
15 nEMABOXRAETIE, SMAESH 518
RECRREND X5 2EHARAOLENEERR
FEDBZ LTS,

EFAFOTRENES S BROMEAL LT,
DY L IR T EK - BETEDA TS HED

nE, BEIUEALRAREZO—RBHITRVEBOL

EREXbhBR, Z05b, R LlickE2M
Eri3, ERFCEATORFL O BRRERY
AERLSHTNIERLRVWL, ¥, EMARLE
2PHFrERELRTSbOTHY, BMAENEL
HLPLHARTELL LTHLREEBCEBTIZ
LB bRV NETHD,

ThizxtL, XRFOEMABROREDRREHL
FEIE NRLT3ABELLHLOREOKCA
L, XHCTRETBZLRE-oTHRETSIHOTH
D, BEICRVABOLEI SV TERRTFELD R
AN

EHLZFAOREIZOVTI MUC[3] R ¥ThEMA
i ebhTWA 2, New York Universiry[2] D3/ R
5 h% LaSIE[4] ic% B3 & 5 ITiE & A YRR
ERAVETHEPRALTWS, ¥, Wakao %[5] D
LS5 ERAFOMAEEEE VAT ALHIRN
XHEFERATILDOEL &5&3&&:&##&%»\1
w3,

ZOEBHUFO LS Z2¥BEHSOLFOEMARD
AEEEETREEE L LTARAShTWS,

o RAOBBEMTS

“y " PRl X TRE ST S X5 YT TIRYS

BRENELOOEMbRXTERSNMT B, T
Db, BROZEEEH LN LDART LM
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FixiE. FROMMLOEANEAYFCREREL

FCEMAROREERMTobR 2B
BEREND, MERLIE, FUHFRCEDSHE
EOMTHR, HVEVRRREAVTHHAFICAS
DEBREDENLTHD, TOKR. A—BiH
TRABSXRCHEOMCEMIC—BL R BB,

T L5 RN ST ORMEH L LTESE

CHEIBRBT NS,

5T, SBIC LIF RSB RONF OIS EM
BEE6ET 5D, FROMMERET 5HA
ZLEROSBETHET B HEEH RS = L KLE
2B,

RapANET, EROBEEROEFNEL LT
EEEWENTE LD HIF, WRAM, T2bLEK
BEOHEEHLHUDART 5 L2 MY
MR L 5 FEERET 5. Re OFHIIRA
B EAEOKNREATE, SHRREOSRE
RHRELTVS, RaESEHENFORMIER
oA LCHIBERE R 20, AREOASEETT
HREA/L,

2 HROWKLHEH

E¥$&¥ﬁ5k366$ﬁmﬁht#kﬁﬁm
Bb5, HEbT5L. ERMBORMESL, ZRFE
£, BEL, RETFE, 7010 RAe, BEFORS
WEOLN, ¥ A7 ROBIMEOLN, Kib4
BY LD, KRECREHLTO bOERLLED
“EMMRA" & LTHBELE,

o BVAIRE (FF—B LETF—- UMK
=LA - WEEREED)
o 72y ROBSE (domain £)

EREREHFTIE, Wb S ¥ ARE O
Riz L b RViEA 280 DNA BIIRK ITRES L
T3, CORR. Ex ORETFOMTHELR LT
BET05 27 ROMOBEERIET RR5A
FHZEREhTWS, FTOEHFEZIEXLVHOED

B, ERBBONSAINVERLIEDRREHRATH D,

UL, =20 k5 RARREHELY / AHEOH
BEICLSoTHLMLLEWIHTERENZLOTH
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HENnS, TOLDRIREROYRLEEHETI L
FEDTEBL 2D,
3 FURIRAEDEK
3.1 FvrIREOMAE :
 FURIREEBOENLNET S LBLEUTO
L3,
1. ¢-Myc, p53, Nef D & 5 e RXPRPXE, K
¥, BEXERRELLERE
2. interleukin 1 (IL-1)-responsive kinase ® & 5 iz X
XFERANXFE, WP, BEXFRBELEESE
3. actin,tublin,insulin D X 5 IZ/IAXROHZMLRDH
e
EZ4LHZEONFILHRCOROWERF LS HER
ENBZENERITE, FRFRETND ZHITHR
THLE MOBRIPEELARCEICEIATEL
HYTHEDS, cokd, EROXRFTIIIOL L
bORHEMBITO R, 1,2 ORBRHRELBERIZE
<RPT 5.
3.2 Fur/RAREBLEEOMBER
B 1. 2 ORBWIMEERF L BATEHR
BfE - HAWL VBB THH I L HBEL, B4 E
FEhTW3, ZhEEXRMPTCRET BBITITL
TOMBEEMELR2ThER6R2, £hEfho A&k
#ix 3.2.1 TRT,
o FHFIOME
FHRCEELEVRATLAORBAHF LOIROAFEL &
DICHFORFTHEMBEL 238, THITHED T time-
consuming THY., BOBEV, XoT, FHE &K
SEORBNR F VRN IBRALBETCEINERD
5,
o BEOZRRMEOME
FUR2RABITIR G E D LHTRHORGLHERRL, =
NoDHEMABIEREFOEEFRSILTETY
3, ZOk), BEMOF YA RIZOVWTERLTY
SBATHHREMD I VXXM CERBORIER L h
TWRWZ ERHB, 2Ok, FU_)RESREY
AELTHLAHLELZREOXRTORER—BT 3
LVWHRIEITRV, BEBEABORBRSRIIRSZ
LILET S hRe, - '

3.2.1 BRRFUAIRAEBROH
UTIREF - F A7 RICBEL-HRORED

SRELTTREN2GEHITS,

a. FHE—2HmRE
FURIBERAERTHBEIIIEDD L SILKX
FLAAXE, DR Y REOBEIE. BFEID
2%, LU, DXEBRKXFIERZTD, HBW
TR 4 OFRE  BMELIRBRBBIS &V
5 &5 RBWOBIBEET S,

e c-Jun ¥7¥ cjun F&HE ¢ jun
e cyclin D1-cdk4 complexes ¥7%i%
cyclin D1-Cdk4 complexes

b. BHEEORVWHRANEN
UTRWELBEORBEHALTHEHTH S,
MABECE>THUNIRELDXZDIERNBERS
iz, I—0oBRTh-TH, RANRRRB L
BH5, ok, ABORBIRELRSBELR
ZTNS,

o the Ras guanine nucleotide exchange factor Sos

c. MEBWELMAT SHBIIRLICL > THEESANLE
oy MEERELTIZLBHS,

1. tumor suppressor protein p53

i’. p53 tumor suppessor protein
ii. interleukin l-responsive K protein kinase .
ii’. interleukin 1 ( IL-1 ) -responsive kinase
d. FHROMILL b L, HABOEXFR R LS
TEMETHIHOHRE, LrL, EEOXRT
2. APV RTL T DREENER L THRED
—BERRLSRERELTAVDZ LKL S,
o epidermal growth factor receptor
o EGF receptor
¢ EGFR : .
e. b. DZHBERMATE LRAKRY RIFR X > THRD
BEFMLIZOWTRRL TV 3 BE8H S,
e p85 alpha subunit of PI.3-kinase
e carboxy-terminal SH3 domain of Vav
DX RHRAEDERBIIRIXOEEDR T A VT
FT3EBML, R—F A7 REROITMIZBNT
R CEERCHERT SRR,
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3.3 RABHE LK

BAIXZOHFOEMAEIIE, BOTHILOHR
BHBZ LIREAROWE, RIXFERE S HROAE
REUTO XS o~ 25E L ARz EHcE 5%

AR ERREEh TS,

BIXIERD 5 VR 7 T F A ROBEHATIZT
RO X D RKICERHF, BECFNRBET DR
RHERE HRET 3,

o SH2-containing protein Grb2
e Src homology ( SH ) 2 and SH3 domains *
e p54 SAP kinase
INHORBREAFICEL I WEARES TOHR
AOPHEERZLTVWS, ZOKKT, B4 IXENHR
FIZHRT B2 DL ) 2EEE “core-term” LFEET
LT s,

ke, ROFAD LS I, BHAWHL DL S RMEP
HREHESONERT key-word REENLTVWHZ &R
b3,
o EGF receptor
e Src-homology 3 Qg_l&in_
¢ Ras GTPase-activating protein ( GAP )
ZhBbOBEE “Cterm(feature-term)” &FEEZ LiT
T35, XMFNBAERHET DML o T fterm i
ZHORVEDDDT, SEOERBRTR given b D
L, ThooBBERATIE HILIRNEA
BHLanT, BFABOEMAESL 23 Z LIRKRES
BTh5.
4 FURIRAEOHHBE

BSR4 IZE 1 127+ & 51T core-term DM &
core-term DB HEAEILIR L V5 20D phase Tk
THHEhS,

UTFZhzRgLI<GHTs,

4.1 BL2BHEEE “core-term” DHHIE

BEMHRAITHEAT IHMOLRETETHS core-
term KT 3D I h 20015 KT S
IREBETHD, Bk, ETHBRHIT core-term
LPRENSWELTIIEL, RIT core-term TRV
BN RBESRT S FER L o7,

RAIEFZ SRR oT 5 ORI X > T core-
term B Lz, 35 1 OLEII core-term DFEH & 72
BEBYIMPHOLA2THHL, BOhAEERERD

H s [ |
/ protein
kinase
f-termi receptor
etc...

I core-term®{h MBHE R I

e

Ras GTPase-activating protein (GAP)

Ras guanine nuclectide exchange factor Sos
SH2/SH3-containing adaptor protein Grb2
focal adhesion kinase (FAK)
p130Cas
SH2 and SH3 domains of Src kinase
P85 alpha-subunit  of Pl 3-kinase

. \ SH3 domain of Grb
BMmRE

1 BRI RABHLEDTR

LEET, BLPLBEETDLDDT7 4 NMF—
1 CALhEERMUIEND core-term TRVWHDER
DEBRWTWL,, BTRRECHZLBABTTHS,

1 RXFRPERFE, BEXFERBETHSHEL core
term BEA & LCHIHT 3,

L, KXF 1 XFOLOIRER ‘A DX 5iKh
BSR4 BT b BT B L DRI EH R,

2. 4P LN BRD 9 SCFLL LD MROPEER
ZhiZ xo T, #f £ 1F “full-length” ® “dual-
specificity” ® & > T ARBREUATHEDND
RIS,

3. XFIDOEFUERREOHH) LR HUBMEBRY I
<
Zhicky “4/-" O X 52BN EHRT S,

4. BTz VRT3 HIFOHEER
B BTFIZIT “50-aa” R “258-bp” 72 XD » B
ZBEY B MEER “microM” (= A 7 aEN) RED L
5B HARERL LTEEATVS, H404
BT, OHLH B L LTRBHERShE8E
DM (aa, AA, fold, bp, nM, microM, %, UV) &
INBEBBLLTHOLOEHRLE,

5. bR LOABLEYV 77 VYV RAORRBED
template 12 TIX % 2% core-term A SRR T
-

ZHhIZX Y, REXPOBEIMCDH ALV v—
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FNAR core-term BHI LIRS B,

% : ( Z. Weng, J. A. Taylor, C. E. Turner, J. S.

Brugge, and C. Seidel-Dugan, J. Biol. Chem. 268

:14956-14963 , 1993 )
4.2 core-term DR LE

WicHtH & h i core-term 2 F % X b X H I
annotate § 3, Z O annotatation % HH0IC AL HE
FTHZELT, “and” SOEMRTL “of” 12 Y ORIER
REZMYRITER L2244 (BLF core-block &
WE) 2 TS B, O, ZOX > RAWAMORK
VZFERTTHILCEBORE L AMREL
EHMT 5. fterm ~® annotation b = DB TH
¥
4.2.1 core-block N#T

B2 BAVVE core-term & f-term DO EER-EL—L '

X2MBTRAShS, 1 2HRBEHES»D 2D
annotation HREET5OTHY, 208 IXAN
4% b L IZ annotation 2 HETEHDOTHB,
UTOEMFITI T TRIZEEI annotate T =B
BERLTWS,
1. REHFERHY 2RV EA—V

(a) core-term. fterm BBBEL TV IHBEITIE
annotation % Bipliz o722 <
Src SH3 domain — Src SH3 domain
LUTFD X5 IZ#E b annotation IZ&H 3,
(SH3 ) — (SH3)

(b) XY v XFRPRXF 1 XEBREC Do B
annotation ZF WML,
p85 alpha — p86 alpha

2. RANEEAVEAL—L
B2 iR WWEERSY— & LT Brill tagger[1]
EEALE, RFEMRERAVDIZ LT, UTOHA
ROV RERABEIT Ao,

(a) annotation MOMBOKARLTLAFHIBERNE
3T H B ICBEEE L TV 21 annotation
RT3,

Ras guanine nucleotide exchange
factor Sos —
Ras guanine nucleotide exchange factor Sos

(b) A2 annotation DEITH - iFA.
annotation ZZEIZ@IT,

the focal adhesion kinase (FAK) —
the focal adhesion kinase (FAK)
N—=NREDL S RBZER EN 5, UTH%E
b ,
the interleukin 1 (IL-1) -responsive K protein —
the interleukin 1 (IL-1) -responsive K protein
TOBTIRET, A—n 1(a) BEA Sh (IL-1) &
(IL-1) 723, RiZ2.(a) BEAEhTHF V2R
ARHESHhSD, '
4.2.2 HRIRITOHER
AFARADRYZTORERETEOT, RYZ
TOBRREIXEEOBATHRS L, EATOEK
BORVIRIRB, Z0kdD, ReRETI—NVE
BHMRAF—vTEEALE, UTERAOAELE
NE—=DPEHT D, HFHITEBWTAB,CDE I
core-block &7,
1. “A, B, ... C and D f-term”
Stc, Fyn , Lyn , Yes, and PI3K SH3 domains —

Src, Fyn , Lyn , Yes, and PI3K SH3 domains
2. *A, B, ... Can o

Src homology 2 ( SH2 ) and 3 ( SH3 ) domains of
Vay

— Src homology 2 ( SH2 ) and

3 ( SH3 ) domains

of Vav
3. “Aof B, C and E”

SH2domainsofAﬂ,ﬂ,§‘_y_x_x_,and£8_5

— SH3 domains of Abl , Lck , Fyn , and p85
4. “A f-term core-term and core-term”

GTP-binding proteins Racl and Cdc42

— GTP-binding proteins Racl and Cdc42
5. “Aof B”

p85 alpha subunit of PI 3-kinase

— p85 alpha subunit of PI 3-kinase
6. “A,B”

the Src-related tyrosine kinase , Hck

—+ the Src-related tyrosine kinase , Hck
4.2.3 Mo/t annotation DEE
PEDRBDOLZITLE > THELITHY recall 2852
ERTEDR, ThbDMHITRR 7% annotation 2B
EFBEbDOA—NERH>THRY, RLiTBUTO2
WS DR o % annotation I OWTEELRE M L,
12i%, =—7 L7 f-term BR#KHIZ 1 BIEO T £/
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E¥TREBZLOTHY ., fterm BHERITH Y SN
MECTHE - LRFEATHS, 2-0R IHHREHLE

ZLTBLAEBAOEROMBRAFETRNEST
HY. “Src-related” @ X 3 IZ core-term BHBTLH
ARTHRVILBRFETHS,

1. 20WELbRERRRRE BRI~y FT
annotation ZBY R\ TWS,

" BRa L ED X S RA— NI X2 T recall
precision $iCWWIERE B, KBTI OFEITL -
THLhEKERETT.

5 KR

R4 b2 Src 48R 3 SURICHIT S 30 AOMXER L
MIANESERSRITET S 50 KORIER (UT
SGN) Z AV THME CILR R FEEFE L. &
XEE X+ <T MEDLINE[6] KB&EEhTW5HD
Th5.
5.1 core-term FHHAEOTE

# 1% f-term & EBRIZHIH & hvie core-term # A
KHRAEPCENETEERDIPERLTND, IO
o b BRSO 95% B8 core-term » f-term
DELLLEXTARLILRDIB, BYDS% L

“nsulin”, “adenylyl cyclase”, “dynamin” @ & 5 72 B
B\ThHB, WOF 21 core-term extraction phase D
HELIMELIEbOTHS, false-positive iXT=T,
2BEOMBTEL TS, ZOMLHEIR “full-length”
DESICENBREUATHEDND HFEE core-
term BRI L HBRTHIHLOTH S,
beta” = @ false-positive ITEEH TV,

positive-false 121X #IM4 R virus Z B FEh TV
7. '
5.2 (HEREEAEOTFME v
RABGB|VEROEICAELE 1 &2
positive-false Ch V. 3 i false-positive & 2%,
1. o 2 BiFF~® anotation(unsu:unsuitable)
(a) “NINS” (the 258-bp novel insert D) D& 5
R RIRETRNOLO
(b) “PCI2 cell’ DX 5 KBRE R BT BEEIE
(s EMBRAPLBRVTVELD, TOK
Sl LTI
fuse5”. “pre-T cell line” 2¥BHIF 5N 2,

“interleukin-

“filamentous bacteriophage

(c) REERHALEEDLDERVHO
“major tyrosine-phosphorylated protein”
2. fhk « EEENIEOKRL (disag:disagreement)
(a) MELELRPSTEHD
“ interleukin 1 ( IL-1 ) -responsive kinase”
(b) EHVIMHBRLTLESEHD
“ same proline-rich region
of FAK ( APPKPSR.)”
(c) WHED 5 EL VPR ole b D
“ p80 and p85 ( p80/85 )"
3. £< anotation B O RPoLHLD
(f-p:fasle-positive).

“nsulin”, “adenylyl cyclase”

Pl R, concatenation phase @
MR I DL S ItlRoTe. T ZTHERYIKE~STER

T3, FlxiE, 5 anotation DY BHoT, £
RS 1 SOXRTT 3 EHFATIZEY 3 ALK
7o, THE 1 CiX2AHPRAEFEOHFITED TN
3, P2 L 3 CRAXFOLNLRSBHNBRE %
BWCHEL{TRoTWS, THE3IXS bicthoBR
LHRICKRITE B cell 597 7 — VA EMELTY
MoV DL LEFETH S,

Re OFMTR ORI ORI (B O 2(c) &
ML < count LTW3B, #ixiE, BT THk core-block
134 TEL < anotation EhTWB A, RV RiFOH
FICEBLTWB DT pf %5 & count LT3,
Grb2, Crk, Abl, p85 phosphatidylinositol 3-kinase,
and GTPase-activating protein SH2 domains
EARBOAEOMBED T, RV RTIE. TOBMIKE
D, — BT ICELVWRETHS, FRO X

5 I EEEARAMCIRS Z L TRIRERMBITED
B, LoBID XS c2TEMRTELDITTIIRV.
5.3 BIMiORY D/BWD 3 iITONT

R4 1 & DRAE 2 O recall DHED HBRA D FENR
REFHH Y 0%V B ABRA ORBEIZED TN 2
zr¥bhb, ZhiZOVWTIE discussion TRUS.
= ® & 3 72 false-positive Z72< T729ITiX core-term
extraction DD DOHFH LWA—AVRLETHD, R4
I8 BB 4 TREIFDA—V % core-term fiiHAL
BIZRETWS,
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XMW HB#R4EL - including core-terms  ratio

including f-term of core-term  ratio

SH3 689 623 90.42%
SGN 749 6563 87.20%

661 ' 95.93%
705 ‘ 94.12%

R 1 BMBREAITEENS core-term L category-name DMA ; c-term:core-term;catdzc-term:category-name

and core-term

3R core-term extracted fp p-f precision

recall

SH3 108 208 3 15 92.74%
SGN 231- 230 6 11 9522%

98.48%
97.40%

# 2: result of core-term extraction phase ; f-p:false-positive,p-f:positive-false

e ¥’consonant’(in | ase | ol)s{0,1} L\ 3 RF—iT
vy F ¥+ 54T core-term THB

1 FREENPHRELTHHONB/ELTVIN, &5

KK, AP 7r—VARMBEShTHRbRVWLD

Ll .

ZDA—IViX core-term XTLBEL LD TH DY,
“insulin” R “phspoliphase” 72 ¥ R# 71T core-term
BmEhszkizizs,

SH3/1 & SH3/4 DHEEH S f-p BEo e = L A453H
5, ¥7-, unsu & disag BEH 18 WP LTWVWB DT
# L T unsu+disag 23 32 A LTWD, Zhik. &b
RITOWTITR LB I D TH D,

Sre, Fyn, Lyn, and phosphatidylinositol
3-kinase ( PI3K ) SH3 domain

—_

Src, Fyn, Lyn, and phosphatidylinositol 3-kinase
( PI3K ) SH3 domain
6 FR

B4 DFHER, —WORMOERSY 0L RVE
AERWE, TRTORRBIMIELTWS, Tib
b, ROFFL—ADFENEFL LEFRABCE
B KEOSH/HCORELTWS, REHFRNY
DZLVARILTO2oIEE S5, Ryl
IR L DX EIE “adenylyl cyclase” D X 3243
FORPLRBAT/THY, hbRBEFENWEH
-
1. XIMPEEVWEIREARERESATVE LD
(a) focal adhesion kinase

(b) major tyrosine-phosphorylated protein
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(a) Ik core-term FHA TWRWMA, fterm 2FA
TVHEHHBTRRBREEELV—NVIZEST
i Eh3, LML, (b) bAKICHIHEShTLE
5. (a) 2320 X5 RRKNTR2VIRA LTERY
ZERTHZ LI L V=, recall & precision @
Mo br—FFI7RELS, )
L LB ORE, HABRICLSHRERERX
MROEFRCENERCEEIRALERLTE
Y. ZoHTik “focal adhesion kinase (FAK)” ¢
BB, BADFHERIOL ) REVEARALHH
LTW30T, ThbOBWEARIAN DL synonym
ERHLFRX P74 —FRp2F3Z2T
D+L—FRF7 IR TES,

L L, BERBLHE « synonym D B B4R,
BIUGEDZ4—FRy 7 A—% WA L TOFE
RERTETHRNY,

BVELRARER SN TORVLD

“adenylyl cyclase” % “insulin” %2 ¥ O#EAIIX 1 B
ER2EBEBEOMMETCHEAINS Z 288L,
1.(a) DBID L > BEVBARANEND Z LizdR
W, ThHEZRTFERPREOEDIISLEROER
E, XFHNORBMYERL Y ILEET S, BT
BLIN—NEBMT B LTINS OEEHML,
TWAE 94.70%, HHE 98.84% ORR LB T3,
LAl 2ok 2BACRFTABORET ST
BERLEV 2L, TLEBEOBhLIELA LR
W, ZOHENERBEBRAFZTETHY, ot
DHBIZE->THELIHEOALER b L ENBD
Thhii, BEEZHATIZLLTETHS.



XW /P ANO AUTO fp unsu disag unsu + disag  precision “recall
SH3/1 689 683 40 26 24 59 91.90% 93.32%
SH3/2 646 679 1 26 24 59 91.31% 99.85%
SH3/3 646 663 1 10 24 43 93.51% 99.85%
SGN/2 669 666 19 17 43 65 90.24% . 97.16%

# 3: result

3Ok /P ANO AUTO fp unsu disag unsu + disag  precision  recall

SH3/4 689 698 8 11 21 37 94.70% 98.84%

% 4: best result

oL RBHLEABRET XA FXA~NT4—F
RyrgpdZie, bohLHEBLEFEL LFIC
BxDFEICBMELTWL Z LT, SERY OFER
BYr—LEnhot HELHHTETHS,
¥, SEHOLBTHRBRARNDL SGN OFRER
SH3 22\ T HD LV iEdhoik, REAE LTRAW:
M—h SH3 BB O STMIT over-fitting LTWH Z &
REXBND, VA O—BUEZHDIEDISHES
BIZREEMPL L THRETIZ L BLETH S,
7 WEW

R, core-term & HLZEFEHELAELT I
LTHRRA ERHHT 5 L WO RBHRER,
AW EMAERHPEZ D TRR L,
ZOFER L>TRLII. BEFREHEIIRYLEM
AW, TRDLYRAEHRAIER2 LICHEEN RS
FHZ LRI LI, B ORITERBHERNY 1T
E4EhENFOPUREBRIZIS AL bOTH
D, ASETCHERLUEIMENCHESERTETSH
3, ¥, AROFHRIISUNHRREL S LHITFO
BABOMBIZLEATED L FREND, RLDF
$:11 95.93% O recall & 94.70% O precision % EEE L
THY, XM LOMBHBOLDOMMEL LT
FREBREXDZIBOTHS,

(1) E. Brill, “Some Advances in Transformation-
Based Part of Speech Tagging,” in Proc. of
the Twelfth National Conference on Artificial
Intelligence.

(2) R. Grishman, “The NYU System for MUC-6 or
Where’s the Syntax?,” in Proc. of sizth Message
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