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Abstract Recently, the number of NLP resources, including tools and corpora, are increasing. However, such resources are
developed independently in different groups without considering the interoperability. Because NLP tasks are composite in
nature, the interoperability between resources is required to reuse, combine, compare and evaluate them. We have started an
international joint project called U-Compare, which is built on top of UIMA, an open framework to provide the interoperability.
U-Compare provides a system to perform combinatorial comparisons, graphical user interfaces, and ready-to-use U-Compare
compatible resources. The U-Compare system can be launched by a single click, automatically distributed and deployed via the
Internet.
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