gogooooboogd

3706

oooobgooboooboo

SVMOOOOoOooOoOo 200000

Ot

goooooz2o00000 20000000000000000000O000O0CO00O0O0O0O0OO
000000000000 000000O030002000(00000e000000000000R
0000000000 00000000)000000000000000000D0 200000000
070%00000000000000000 PHDY O PsiPred? 0000000000000000
00000 7021000000 200000000000000000000000D000000O 2
0000000000000 0D000O00000DO0DO000O00000000 Support Vector Ma-
chine (SVM) 00000000 D0O0200000000000000

Protein secondary structure prediction using SVM

MINORU AsoGawat

Proteins are consists of more than hundreds of amino residues. Each protein forms par-

ticular tertiary structures. The tertiary structure can be classified into three substructures,
named secondary structures. Several systems predict these secondary structures by using neu-
ral networks based on the information of consecutive residues ranging from seven to twenty
one. In this paper, we utilized support vector machines (SVM) instead of neural networks.

Several expermental results are shown.
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Qs 70.83%

Helix | Strand Coll —svm OO0
Helix 8089 226 3266 11581
Strand 1131 3877 3435 8443
Coll 1667 618 13154 15439 2
+ 00 10887 4721 19855 35463
Helix Strand Coll —svm OO0
Helix | 22.81% 0.64% 9.21% 32.66% 2
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