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Error Adapting Time-Series Microarray Time Axis Correction Method
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In this paper, we propose a new error adapting comparison technique which uses DTW
(Dynamic Time Warping algorithm) for the correction of the time axis in time-series
microarray data. In recent years, DTW was developed and used in speech recognition
research as well as in gene expression pair matching. However, this algorithm is
susceptible to data errors, and can not compare entirely different time-series microarrays.
Thus, we propose a method which considers such errors in the comparison of different
time-series microarrays.
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