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Complexity properties and algorithms for minimizing number of
primers in PCR experiments
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Selecting a good collection of primers is very important for polymerase chain re-
action (PCR) experiments in biology. Most existing algorithms for primer selection
are concerned with computing a primer pair for each DNA sequence. We consider
selecting a small set of primers which amplify all DNA sequences by allowing each
primer matches several places. We formulate the primer selection problem and an-
alyze the complexity of these problems and we implement the greedy algorithm for
the simple formulation and apply it to real yeast data.
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