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Table 1 G(2,2,1,44)
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G(2,2,1,04)
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Table 2 Time dependece of selected 129 contigs

WHIE P fE

RNAi >0.06 <0.05
hp1-A 75 54
imal-A 123 6
piwiB 96 33
piwiC 126 3

hdac 77 52
piwiA 66 63
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RREMER DD AV T4 TRBDRH>TVE, ZDI L
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FHACEGT 23 T4 2108 % 5.2 T\ 5 Al el % %
B9 5, piwid IXFEU piwi THH, £< D RNA LHHALE
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HEWHEDRH LV T 1 7H piwiB X piwiC & H@T
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Table 3 RNAI dependece of selected 129 contigs

HiIE P fE
days >0.05 <0.05
1 95 34
2 105 24
3 97 32
4 52 7
5 58 71
6 92 37
7 56 73
8 69 60
9 96 33
10 44 85
11 67 62
12 89 40
13 78 51
15 68 61
16 68 61
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