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FEBRClE, FERIEELEERIEZ 72 GP(Simple
Genetic Programming; SGP) &, JFEHRRIEILHERI%
ZHWREWIREFEIC L D GP(Ensemble and
Attention Genetic Programming; EAGP)|Z%f L T,
Boston & Diabetes D[EIRRIEZ WA L, ##ET
IEORENTIE & [ 2 MGk L7z,
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51ZDiabetes DEIFRIEIZI T 5 SGP & EAGP
DOEFREFEZ T, SCPITTRE 9 & b B VK
THY, EAGP IXIES 3, KO 4 Wied BWVEE
Thb.

FEROFER LV, % L7z EAGP [XIEFIBIEDS
BRVEEREEI S A LT AW C BB b 53, 3E
BRI D3R\ JERE RS B2 N 72 SGP & [RIFREE O NG
ETHAHZ Enbns. L<IZ, Diabetes [HE
TR E D 3 O/ S e AHEE Tk X7 EAGP
IZSGP LD L ERWHETH-7-.

# 1 GP OERRHIE

name parameters
population size 500
max generation 200
depth 3,6,9,12, 15, 18
EAGP tree num 2,3,4,5
crossover rate 0.8
mutation rate 0.2

selection Batch Tournament[2]
SGP +,—, %, /, sin, cos, exp, log
function nodes x;, ERC
EAGP +, -, %
function nodes x;, ERC
ERC range [-1,1]
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