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1FSDA -2.570 2.982
1G6UA -2.495 3.009
1LJAMA -1.138 2.261 -2.395 2.911 -2.528 3.082
1JY4A -2.575 3.075
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1L2YA -2.563 3.028
1LQ7A -2.465 2.986
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1FSDA 1.640 1.656 0.016
1GBUA 1.597 1.537 0.059
LJAMA 0.698 1517 1.597 0.608 1.552 1.585 0.090 0.035 0.013
1IY4A 1.633 1.627 0.005
1IY9A 1.659 1.705 0.046
1L2YA 1671 1.617 0.055
1LQ7A 1.589 1.562 0.028
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1E65A 87.523 87.573 87.573
1FSDA 88.000 88.000 88.000
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1L2YA 89.412 89.412 89.412
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