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Abstract: Hundred kinds of drug target protein candidates exist in infectious diseases such as trypanoso-
miasis, and thus researchers have to select a protein from them based on their demands. For the problem,
database system that integraates pathogen’s genome and the annotation imformation has been provided but
the search system of those databases is primitive and it is difficult to obtain desirable search results for the
user. In this study, we propose a new method to help drug target protein selection of trypanosomiasis based
on relevance feedback. A relevance feedback based systemsimproves retrieval results by using user’s explicit
feedbacks. As the results of evaluation experiments, user’s explicit feedbacks improve retrieval of drug target
protein selection.

Improvement of drug target protein selection for trypanosomiasis
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