gooboobobberdoognd

4AM-5
t t E: T
T WABOT-HOUSE ¥
1
[000100...0] [ 161cp1]
010000...0 20,¢p;
1) 1
0
n
m n-m+1
2 .
PDB(Protein Data Bank)
1
Back
Propagation
3
20 1 31
20
1 @18 (13 18
19 0 ©21 60 3
N 20><N 12 53 720
12 159 12458
(r,8,p) (r,H6, ®
1 y¢ 1 1 1 ll
) . ® ©
8 100 1
0, 1)

1 10 100 1000 4

The Trial of Protein Tertiary Structure Prediction with
Neural Networks
t Kazuyuki Watanabe, Ryo Saegusa and Shuji Hashimoto RMS 2 RMS
Dept. of Science and Engineering, Waseda University
1 Pitoyo Hartono
WABOT-HOUSE Laboratory, Waseda University

200 277



0.4

0.3

0.2

0.1

- 110
| 18
1s
44 =
i 12
0
1 10 100 1000
@ 18( 12)
2
RMS
2(@) (o)
RMS
3.2
3 4 13-18
10 100
3(b) 4(b)
3(a) 4(a)
B
U

0.4

0.3

0.2

0.1

18 0.3
16
w
2 o2
14
. 0.1
S 12
0 0

10 100 1000

13 18( 159)

r 7 30
. e
T~ |[—e— 1 25
N Loae-mus |0
\
. (2]
- \ 1 152
R W I
L T~
e 5
0
1 10 100 1000
©) 21 60( 12458)

2 5p 1

(@ [1K43] [1EDP]
0.07 RMS2.18 029 RMS 3.34
3 13-18

f&%?

@ [1IBL]
0.07 RMS2.18

4 13-18

0.15

2)

1 L. Howard Holley
secondary structure
network.

[1mz1]
029 RMS3.34

100

ab initio

and Martin Karplus. Protein
prediction with a neural

Proc. National Academy of Sciences

USA, Vol.86, 152-156, 1989.

2
SA

pp.341-348 2003

201 278

SACSIS 03





