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A Basic Discussion on A Solution for Complex Networks by Genetic Algorithms
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i The number of Links of Neda(®: 2

; Path Length (B to @) : 3
Path Length with Distanced(® to @) - 14
Sum of the aumber of Links : 7

X 1: The example of network composition
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X 2: Coding
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X 3: Result of the Evaluation Value
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X 4: History of the Evaluation Value

(a) DGA+sGA

(b) SPGA+MGG

5: Network composition
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