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A New Genetic Algorithm with Diploid Chromosomes
by Using Probability Decoding for Non-Stationary Function Optimization
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TORBROBIGKIT 0.923, 0.780, 0.604 TH 5. FliF
EERICK D, HIBEBN—EOBEICHBVT, REFHE
REBBERRTERT LTS,

PURYA =L ol 9 {wgl),wgz),wél),wéz)} DIYDOEHL,
ZMEid {0.8,0.5,0.8,0.5} ICE&RE LTz, BEDY 1 XX
250, BB TY — FER, [XEF—mXRel, KT
SeMiZ 1500 HAKRE & U7z,

ERTIRIBEFHELEUTICRT OO GA, @
BAEDN ZBO—EK GA(typical GA1) L REEEH
TS THERZ MDY 2 — 5K GA(typical GA2) & Dt
BEiTIR- I,

5 BRBIUVEE

REZK 3, 4107, 54k GA TRIFICBBERZ
RRETETVAVDINL, REFETREBEOT(IC
BiG URERERR TETVA.

BEOE(LADOBIGETHECT 3 DIZERARDOSEY
TH%. 2T T, EHAOEZHEMERANERER 5 IC
AT, B HARLE, RS EARNOREEOBREEE
9. typical GAl 3—BRICIGR LERENEDNTE
D, L7 typical GA2 I EICENEANELZ>TVAET
EDNS TV ELFREARDBRZBNNCE>TVS. T
NHICHN UREFE TR, EHAOSRE R L M
HERBROBERZITREATVA T Ebh 5.

DS, REFETHIAERMCEREDRE S
5H& GA &, ERIGBECTER > HBEICBNTLE
MTHY, RBBOBERNTEBLLEXS. &blc, B
BRENFO—fE5E GA LOBIc Kb, ZfEkiciE
DI OBRBORER B L TBLEEADD D, ZhHE
BOBADHIGEAREIC L TWBLEZBNS.

6 BbUIC

ZRHRDHTI LI & U THERIIC REEIMRE 5 %
h GA ZHRE LUz, REFHE, 1EROMEHE GA H

182

proposed diploid GA

fitness

K3 RERGEOBEICE

proposed diploid GA

typical GA2; i |}
1 M L‘ i
i ot i

20
generation

4 BHAOTEHGE

1000

LAt

i "‘T" AR AN TP IR A oy .
} typical GA2
e L
= ’ . V '
é proposed diploid GA
= 150
2
5 :
2 1w b
: £
g;i/yialGAl
0 ; E'
%o 200 0 800 200 1000 1200 1400

generation

K5 SHAAOMEEKOREE

BIGTERD o EREBORICL BN L, REROER
IENRINCITIRA DT DR TE . REEKENE
D—fEK GA L DB, S, TfEEHE DFAkIcOW
TEHRIE SN .

SEH

(1] M. Mitchell and S. Forrest, “Genetic Algorithms and
Artificial Life”, Artificial Life, vol. 1, no. 3, pp. 267-
289, 1994.

D. E. Goldberg and R. E. Smith, “Nonstationary
Function Optimization Using Genetic Algorithms
with Dominance and Diploidy”, in Proc. ICGA87,
pp. 59-68, 1987.

J. Lewis, E. Hart, and G. Ritchie, “A Compari-
son of Dominance Mechanisms and Simple Mutation
on Non-stationary Problems”, in Proc. PPSN-5, pp.
139-148, 1998.

2]

8]



