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Searching for the Relics of Primitive Codes in Protein Se-
qunces

tSatoshi Miuzta and Taro Mori, Graduate School of Science
and Technology, Hirosaki University
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A | 16

R|-1 8

N|lo 0 4

D|l1 -1 1 4

c|-3 2 -1 -3 4

Q1 1 1 1 2 4

El1 -1 1 8 1 1 4

G|l2 3 0 1 1 2 1 16

H|{2 1 1 1 -5 8 1 -3 4

I/0 0 1 4 -2 2 3 -1 2 9

L|-1 1 -2 -1 0 1 -1 2 1 2 8

K|lo 0o 8 1 -3 1 1 -1 1 1 -2 4

M|1 0 0 -3 2 -1 -1 2 2 6 1 0 1

F|2 -1 -1 5 1 3 4 -3 3 1 3 -1 0 4

P2 1 -3 -1 3 1 1 -1 1 -3 1 1 -4 -4 16

s{1 1 0 0 1 -1 0 0 -1 0 0 0 0 1 1 8

T|2 0 1 -1 2 0 2 -2 -2 2 0 1 1 -2 2 1 16

W|-5 1 7 4 4 -1 -1 1 -5 -3 0 2 -3 0 -3 0 -5 1

Y|4 0 1 1 1 1 1 3 1 -1 0 1 -1 1 2 1 -1 0 4

vi2 a1 2 1 2 3 1 2 -3 2 3 -2 1 1 4 -1 1 -3 1 16
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Dihydrofolate reductase (M. genitalium) 160

1.5e-32  30.6%

Segregation and condensation protein A (M. genitalium) 592 ¢ 770
Mgp-operon protein 1 (M. genitalium 318

5F _I ! . (M. g X ) 3.8¢-8  24.7%
508 ribosomal protein L9 (Onion yellows phytoplasma) 849
P32 adhesin (M. genitalium) 280

A ) o 1.8¢7  26.2%
Protein transport protein SEC31 (D. discoideum) 1355
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