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Data Analysis of Genomic Big Data in Agricultural Sciences

KAZUO ISHII'! TOSHINORI KOZAKI'!

We have performed a human resource development program in agricultural genome sciences in Tokyo University of Agriculture
and Technology since 2011. This program is intended to educate the genomic technology and information technology to graduate
students requiring genomic research. In recent genomics research, daily data analysis with large scale of sequence data produced
by next generation sequencer is performed. Information technology, such as programming, database and network is essential for
big genomic data analysis. Educational activity of Human Resource Development Program in Agricultural Genome Sciences,

Tokyo University of Agriculture and Technology is described in this manuscript.
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Example of next generation sequencers in Tokyo

University of Agriculture and Technology:
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Figure 2 Organization of Education Program for Genomic Big Data Analysis in

Tokyo University of Agriculture and Technology
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Figure 4 System of Education Program for Genomic Big Data Analysis
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