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A Structure Model Based Method to Detect
boxC/D type snoRNA Genes from DNA Sequences

KunmiTo YAMAMORI,! Xue CHEN,?
Junicnr IWAKIRI,® Naoya KENMOCHI™
and Ikuo YOSHIHARAT®

This paper proposes a method to detect boxC/D type snoRNA genes using
structure model that consisting with characteristic base sequences and sec-
ondary structure. Our method utilizes both characteristic sequences called as
boxes and secondary structure called as stems. We develop a structure model
of boxC/D type snoRNA from actual sequences, and also determine a sequence
include a boxC/D type snoRNA gene or not based on the matching ratio of the
sequence and the model. Our method achieves 97.5% detection ratio.
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Fig.2 Secondary structure of boxH/ACA type
snoRNA.

Box C/D type snoRNA
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Fig.1 Secondary structure of boxC/D type
snoRNA.
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Fig.3 Proposed structure model for boxC/D type snoRNA.
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Fig.4 An example of sequences including multiple boxC’/D’s.
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Table 1 Accuracy for each combination of «, 8 and Pip.
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Table 2 Sensitivity, specificity and accuracy on boxC/D type snoRNA gene detection experiments.
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Fig.5 Comparison proposed method with previous works.
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