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Node Similarity based on Node-deletion Response
for Network Alignment of Biological Network

Hrrosnr AFUSO |t Takeo OKAZAKI 2
and MORIKAZU NAKAMURA!

As the method to compare two biological network, various network align-
ment methods have been studied. In some kinds of network alignment, certain
similarity among nodes is used to obtain the matching among nodes in differ-
ent networks. In such network alignments, various network measurements have
been used to derive the node similarity. However, using traditional network
measurements, it is difficult to obtain the contribution for each node to whole
network structure. In this research, we propose the new node similarity focusing
the smilarity of contribution for each nodes to whole network structure.
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