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CELLPEDIA: Comprehensive human cell
database toward cell differentiation analysis
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In this research, we construct a comprehensive database for human cells, in
which various types of information including cell images, morphological
measurements, related journal articles and gene expression data are collected
and integrated. In this database, the human cells are subdivided into more than
2,000 cells based on their physical locations. Similarly, adult stem cells and
progenitor cells are classified into about 60 kinds of cells, and their related
information is collected. By using our database, cell characteristics can be
quantitatively analyzed.
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Image Information (Image 10:46)
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fibroblast 297
smooth muscle cell 264
epithelial cell 122
endothelial cell 118
nerve cell 44
goblet cell 31
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Morphologic Feature (Shape 1D:127)

Cell Nucleus NucleusiCell
Area 8.88c402 3650402 Area ratio 4.11e-01
Circularity 6.23e-01 B.58c-01 Angle 1.99c-02
Convex area 1052403 4.08e402 Excentricity | 4.47e-02
Bending energy 2.00e+00 1.31e+00 Excentricity2 38702
Elliptic long axis 3 66401 2.38e411 Excentricity3 7.19-02
Inertia moment 129405 2.18e404 Excentricity4 5.94e-02
Excentricity 5 83302
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2.6 OBO cell type ontology
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