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Abstract It is very important to detect a common motif, i.e., partial base sequence, from DNA sequences in bioinformatics
research field, and some methods have been proposed. Gibbs sampling is one of the popular methods to perform it. To
accelerate Gibbs sampling with a dedicated hardware, we reconsider the way of the evaluation-value calculation part that is the
performance bottleneck of Gibbs sampling. In this paper, after discussing the evaluation-value modification, an FPGA

implementation and its current status are introduced.
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