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Gene Sequence Ranking Based on Expression Profiles

for Metabolic Pathway Analysis

Ichigaku TAKIGAWA and  Hiroshi MAMITSUKA

Bioinformatics Center, Institute for Chemical Research, Kyoto University

A living cell contains thousands of enzymes, many of which operate at the same time. To control
them, metabolism is organized and carefully regulated at many levels. For rapid reactions such as
glycolysis, we can assume that genes for adjacent reactions are co-expressed. Thus, we developed
a method for generating a sequence of genes that can promote a known path so that genes in
each subsequence are maximally co-expressed. Based on expression similarities between genes that
encode enzymes, we can analyze the transcriptional activity of possible reaction paths.
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