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"GENAS: A database system for nucleic acid and protein sequence
analysis" (in Japanease)
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A database system named GENAS, (GENe and protein Analyzing System) for
computer analysis of sequence was constructed using a duductive DBMS called
Adbis which manages integrated database GENEDB and application programs.
GENAS enables us to retrieve any sequence data from EMBL nucleotide
sequence data library, GenBank and NBRF protein sequence databank, and
readily to analyze them (if necessary, together with private data).

Homology search program in application uses Wilber and Lipman's fast
algorithm which allows insertion and deletion between a private sequence
and database sequence. Second structure of large RNA sequence can be
estimated by dynamic programing algorithm.

L1 family of repetitive DNA sequences in primate were analyzed
homology among sequences using GENAS. Members showed a high homology among
each other and 1long open reading frame in L1 family sequence has
siginficant sequence homology to several RNA-dependent polymerase of virus.
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DATABASE (GENEDB) DEF(SH : RF =D ARCETIGIUIKVIR¥AB)

LC’EMBL + GENBANK + PROTEIN DATABASE’) L (’SEQUENCE HEADER’)
* ]
DEF (REF < RF¥ID) DEF(LN : RF -> LEN)
L (’RFERENCE CODE’) LC’LENGTH OF SEQUENCE’)
* *
DEF (RNA < RF) DEF(SQ : RF#SN -> SEQ
LC’RNA OR CDNA’) L (“SEQUENCE ")
»* ]
DEFC(FR < RF) DEF (RF) KEY
LC’FRAGMENT ) TC14) LC’RFERENCE CODE’)
* *
DEF(DE : RF -> DEF) %% PROTEIN IF RF > 1,800,000,000; OTHERWISE NUCLEOTIDE.
LC/DEFINITION’) *
»* DEF C(ID) Tc108> LC’SHORT IDENTIFICATION’)
DEF (0S < RF¥GENSSPEC) *
L C’ORGANISM”) DEF (GEN) T(C108) L C(’GENUS’)
* DEF (SPEC)> TC58) LC’SPECIES”)
DEF COC < RF¥LVL¥TAX) »
L C’ORGANISM CLASSIF ICATION’) DEF (LVL) TI2) LC’LEVEL IN TAXONOMIC TREE”)
[ ] DEF ( TAX) T(CSO) LC’ENTRY IN TAXONOMIC CLASSIFICATION”)
DEF (HS < RF%GEN#SPEC) »*
LC’THE MOST COMMON HOST SPECIES”) DEF (DEF) T(C600) LC(’DEFINITION WRITYEN IN ENGLISH”)
* : DEF(BD) TCC2000) L(’BIBLIOGRAPHIC INFORMATION’)
DEF (HC < RF#LVL#TAX) DEF (KM) T(C50) LC’KEY HORD”)>
LC"HOST CLASSIFICATION’) DEF (AU) T(C50) LC’AUTHOR )
* DEF (DS) T LC’DATA SOURCE’)
DEF(BIB : RF¥SN -> BI) DEF (YR) TC12) LC’YEAR')
LC’BIBLIOGRAPHIC INFORMATION’) L]
* DEF (NFTE) T12) LC’NUMBER OF FERTURE TABLE ENTRIES®)
DEF (KY < RF¥KW) DEF (FTEN) TCI2) LC’FEATURE TABLE ENTRY NUMBER’)
L (KEYHORD ") DEF (KEY) TC(C12) LC’FEATURE TABLE KEY NAME’)
* DEF (FROM) T LC’ENDPOINT SPECIFICATION’)
DEF (AUTH < RF¥AU) DEF (TO) TC14) LC’ENDPOINT SPECIFICATION’)
LC’AUTHOR > DEF (DESCR) T(C25@) L(/MORE INFORMATION ABOUT FEATURE’)
* *
DEF(DC < RF#*DS) DEF (A) TC14) L (’NUMBER OF ADENINE BASES‘)
LC’DATA COMPILE’) DEF (C) TC(149 L(’NUMBER OF CYTOSINE BASES’)
* DEF (T) TCI4) LC’NUMBER OF THYMINE BASES")
DEF (YEAR < RF%YR) DEF (G) TC14) LC’NUMBER OF GUANINES’)
LC’YEAR") DEF (L) T LC(’NUMBER OF URACIL BASES’)
* DEF (Y) TC14) LC’NUMBER OF PYRIMIDINE BASES”)
DEFCFN : RF => NFTE) DEF (R) TC14) LC’NUMBER OF PURINE BASES’)
LC/NUHBER OF FEATURE TABLE ENTRIES’) DEF (AB) TC14) LC’NUMBER OF ANY BASES”)
* ]
DEFCFT : RF¥FVEN =) KEY#FROM¥TO#DESCR) DEF (LEN) TC14> LC’LENGTH OF SEQUENCE”)
LC’FEATURE TABLE’) ]
ICKEY,FROM, T0) DEF (SN) TC14> LC’SEQ NUMBER”)
* DEF (SEQ) T(C50@8) L(’NUCLEOTIDE/PROTEIN SEQUENCE’)
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