goooOoOoOoooooooooo
IPSJ SIG Technical Report

20050 FIO 810 500
0 200501102

gobobooodobboooobbuooobobbbooobobbuoooobbboooboo

oooo-* oopooo*

oooo*

oooof oooof

OO0 IBMOOOO OO0OOOOO
‘0000000000 00000000000

*{hironori,issei,yikawa}@jp.ibm.com

t{iida,fukui}@t-kagaku.co.jp

gobbooooboooobooooooooobooooboooooooooooooOooooOooOooboOooo
gbooooooobobooboooboooobooooooboobobOoboooooobDOobOoboboobooboo
gboooooodoboobooboooooboooooooboobOobOoboooooobOOobOoboooo
gbooooooooobooooboboooooooooboobobobObooboooobDOoboDboboDboboo

goo

oooOoo:000000000000

Detection of Invalid Entries in the Dictionary of Text Mining

for Biomedical Documents

Hironori TAKEUCHI* Issei YOSHIDA*

Yohei IKAWA*

Kazuo IIDA' Yoko FUKUT!

*IBM Research, Tokyo Research Laboratory, IBM Japan, Ltd.
TResearch Institute of Bio-system Informatics, Tohoku Chemical Co., Ltd.

In the calculation of keyword frequency distribution in the text mining, we usually use a dictionary to

map different keyowrds to a canonical form. In the biomedical domain, we construct the dictionary

from external resources. However there are many invalid entries that make a negative impact on the

calculation of keyword frequency. In this paper, we propose the methods to extract invalid entries from

the dictionary and examine their effectiveness.
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