BEEFICEHERR 16—4
(1997. 11. 21)

I/BEINOZIVFTALT S AMEHEICET S
zﬁ?»juzAwﬁmwﬁ%

+ B # % W it

| RE AR
B0 B OE B

Bt & % Wt

7 I/EBEFIDTNFTINT I A AV PRI, RABEEROREXBRELEH L. BRELEE
FRICBIBEBRRETPVM 7477 V2 AV CHFIEE L, $6I12, A*X7T VIV XL %#AL
THEREMOMDEN LY AL EEFR L, CRLOHBOER, REREXD bMED LV, Y2
BIZbTREROBEIINFTATITAAY b, RENLHRFRNTHLLEWTREE L,

Employing A* Algorithm in Parallel Multiple Protein ‘Séquence Alignment
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As a new strategy for multiple sequence alignment, we employed an iterative scheme with
best-first search, and parallelized its search step using PVM library. Furthermore we im-
plemented the A* pruning algorithm instead of dynamic programming, to drastically reduce
the search space. As a result, our new parallel system enables biologically accurate multiple -

sequence alignment performed within reasonable time.
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