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Linear Analysis of Metabolic Flux
Abstract

This brief report introduces major three approaches in metabolic flux analysis, which is

of increasing interest in the post-genome age. These approaches are formulated in the
same framework, and their (dis)advantages are discussed. This report also introduces
‘watergate’ model, which takes the amount of metabolites into consideration. The
assumptions of this model is straightforward and intuitive especially to experimental

biologists.
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G6P + FBP

FBP < 2G3P
G6P —  CO2, B5P
B5P +  X5P

B5P < RB5P

R5P, X5P  « STP, G3P
S7TP, G3P  + E4P, F6P
E4P, X5P «  F6P, G3P
G3P —  Pyr

Figwre1: 00000000O0O0O00O000000O

G6P - - glucose 6-phosphate
FBP --- fructose 1,6-bisphosphate
G3P - .. glyceraldehyde 3-phosphate
B5P - - ribulose 5-phosphate
R5P - -- ribose 5-phosphate
X5P - - xylulose 5-phosphate
STP --- sedoheptulose 7-phosphate
E4P - -- erythrose 4-phoshate
Pyr --- pyruvate
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