oo oooooobooood
IPSJ SIG Technical Report

20030 MPSO 4601 O (10)
20030 90 19

obobogbbbogbtuooobbggbooooobn
goog

0O o o of oo ooof
o o o offt oo o ot

O o o of
O 0O Of

0o0o0000000o0o0o0000000O0000o0o0ooOo0o0ooooOobooOoOOO0O000O0O0O0
gooooooooooooooooooo0oboOoOoboOoOoOoboOOOoOobOOOObOoOooOooboOoo
oooooOoooOoooOOoOoooooooOooOoOoOoOoOoOOoOobOOoOobObOObOOOOoOoO0O00O0o
gooooboobooooooOoooo0ooboOooboOoOO0oO0bOoOooOoO0OO0O0bbOO0O0O000O00.
gooooooooooobooboOobOOoobboOobOoboOoooboOooobooooooOoooOoOoOOOboO
goooooooooooooooooOoooOoOOoOOOODOOObODOODOOODOOOODbOODbO
goooooboooooooOoOo0oOOoO0O00O0oOoooObOOOOb0OOOO0OOOOOOO000000

A fedaration method for molecular biology databases
using data grid thchnology

TAKUYA HOSOKAWA,! TAKAHIRO KOSAKA,! YUKAKO TOSATO,!
SusumMU DATE,t SHINJI SHIMOJO't and HIDEO MATSUDA'

The demand to use various molecular biology databases integratively is increasing. Molec-
ular biology databases have enormous amount of data, and they are updated very frequently.
Thus, considering database updating, it costs too much to construct their integrated database.
Since, molecular biology databases have quite different formats, it is not easy to federate them.
Therefore, in this research, we design a standard data format to resolve their heterogeneity. By
using grid computing technology, we construct the system for dynamically federating various
molecular biology databases, and we evaluate it.
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Fig. 1 federation of biology databases
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