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Abstract

The Genome Data Base(GDB), which stores all information on human gene
mapping such as location of genes and genome segments, is produced under
an international collaboration and is now available all over the world.
An outline of GDB and its present status are described in this paper. The
future developement of such a human gene mapping data base as a human

genome project is also discussed. .
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TABLE: locus_alias

Column Name Type ‘ Length
locus_alias_date datetime 8
locus_alias_status_flag tinyint 1
locus_alias_symbol .char 12
locus_alias_type_key tinyint 1
locus_dna_type_key tinyint 1
locus_id int 4
TABLE: locus_alias_type_dict
Column Name Type Length
locus_alias_type_desc varchar 255
locus_alias_type_key tinyint 1
TABLE: locus_brkpt
Column Name Type | Length
locus_brkpt_chrom_num char 2
locus_brkpt_id int 4
brkpt_orient_key tinyint 1
locus_brkpt_set_id int 4
locus_id int 4
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Symbol: HBE!} Map Manager
Name:  hemo ] 1 e |
EC Num:
MIM Num: 142188
Location: 11pi5.5
Mode: A,R,S
Status:
Het: .497
Annotat:

Created: 81 Jan 86 88:88

Locus
Prev Symbol:
Cloned: VYes
Polymorphic: +
PIC: .373

Fully Approved: 22 Aug 88 28:58
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] History Loci 1= 15 of 158
Location Messages P Name Mode S
7g31.1- + DNA segment, single copy, pr+ A,L,S C
7931.3-q DNA segment, single copy, pr+ S D
7q31 D7s8 + DNA segment, single copy, pr+ A,L,S [
7q31 D7S14 DNA segment, single copy, pr+ A,S c
7q31 D7S383 + DNA segment, single copy, pr+ L,N,S c
7931 D7S482 + DNA segment, single copy, pr+ S P
7q31 D738411 + DNA segment, single copy, pr+ N,S P
7q31 INTILL + int-1-like protein 1 A,N,R,S c
7922 or 7q31  LAMB1 + laminin, Bl polypeptide A,R,S c
7q31 MET + met proto-oncogene A,CH,L,R,S C

P e - : Lo : [

7¢31-q32 D7528 + DNA segment, single copy, pr+ N P

7q31-q32 D7823 + DNA segment, single copy, pr+ L,N,S c

7q31-q32 D7824 DNA segment, single copy, pr+ N,S C
7q31-9q32 D7825 + DNA segment, single copy, pr+ N,S P |
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