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Efficient Approximate 3-Dimensional Point Set Matching
and Its Application to Molecular Pattern Matching

SasAKI Yoicui»®  SHIBUYA TETSUO? ITo KIMIHITO® ARIMURA HIROKI*

Abstract: In this paper, we study a practically efficient algorithm for 3-D approximate point set match-
ing based on enumeration. While this algorithm requires O(knk ) time in the worst case due to exhaustive
enumeration, it is practically efficient due to branch-and-bound search and has advantage of generating all
answers. To evaluate the proposed algorithm, we ran computer experiments on real influenza viruses data
from PDB.
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