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01 0D000OO0 PpSICOVOOOOOOO (AUC)
Uij Uy
PSICOV +MI  +MIp +MI +Mlp

Local 0.768 0.519 0.671 0.614 0.679
Non-local 0.719 0.477 0.528 0.581  0.541
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