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JER 1 . &% 20 @ (—&$)DNA O;
Op = GAGTTCGTTA CGGCACAGGA
O; = ATGGATCAGA CCAGGGGTTC
O, = GAGCTTTAGT GGCTGTTGGA
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Op—i = CGGCACAGGA ATGGATCAGA
O1—2 = CCAGGGGTTC GAGCTTTAGT
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procedure SCORE(seql, seq2:array[l..n])
var
1, J, pos, score, cont, mazscore:integer;
begin
for j:=1 to n x 2 begin
score := comnt := 0;
for 1:=1 to n begin
pos =1+mn—j;
if 1<pos<n & seqllposj=seq2[i] then begin
score == score — cont;
if cont = 0 then
cont = 1;
else
cont := cont X 2;
score == score + cont;
end
else
cont ;= 0;
end
if mazscore < score then
MALSCOTE (= SCOTE;
end
return magscore;
end;
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procedure CODING_DESIGN(O:array(0..n — 1],
var magzscs:integer)
1, 1,1, sciinteger
begin
for1:=0ton—1do
[:=0;
repeat
li=141;
if I > L then begin
marsc == mazrsc+ 1;
1= 0;
end
Create.Random seq(O[],n);
for j:=0to : do

s¢:= SCORE(O[], O[1]);
if sc > mazsc then break;
end
until
8¢ < mazsc;
end
return O;
end;
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O =GAGTTCGTTACGGCACAGGA 16

O, =ATGGATCAGACCAGGGGTTC 16 16

O, =GAGCTTTAGTGGCTGTTGGA 181516
O3 =CACACGGGAGGCAGATTGCA 16 17 16 16

Oy =CGATATGAAGAATTGACTGG
05 =GCCCTCTTATTCGCATCTCT
Os =CTCGGTGTTTTGTCGGATGA
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